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HCYV INFECTION IN VARIOUS GROUPS OF CHILDREN AND ADULTS

Baikhanova N.,

Andijan State Medical Institute.

v Resume,

To study the distribution of various HCYV genotypes in Andijan was indication of HCV RNA by RT-PCR in sera
positive for HCV genotyping subsequent selected samples of HCV RNA (Laboratory Institute of Immunology Tashkent).

Studied 80 samples 20 samples from each group surveyed.

Keywords: parenteral viral hepatitis, HCV, Prevalence among children and adults.

HCV MHOEKIIUACUHUA TYPJIU I'YPYXJIATH BOJIAJIAP BA YVCMUPJIAPJIA OPACUJIA
TAPKAJITAHJINT

H. baiixanosa,

AHAWXOH AaBIaT TUOOUET WHCTUTYTH.

v Pesiome,

Anoduxncon waxpuoa BI'C nune mypau cemomunaapunu mapkaiuwunu ypeanuw maxcaouda PHK unouxayuscu
RT-PCR ycyau 6uaan xon 3apoobuda anuxaanou. Mycbam xncaeo6 oaunzan namuxcasrap Towxenm waxpuodazu
Hmmynonoeuas HTH aabopamopuscuza xaeobnu macouxiaw y4yH ro6opuadu.

Xap 6up eypyxoacu mexwupyeaapoan 20 madan namynaiap kaima meKwupyeza HCyHAmuaiou.

Kaaum cysaap: napenmepaa eupycau zenamumaap, BI'C, 6oaasap éa xammaaap opacuda mapkaizaniucu.

PACITPOCTPAHEHHOCTDh HCV MHO®EKIIUU B PA3JIMYHBIX TPYIIIIAX JIETEM U B3POCJIBIX

H. baiixanosa,

AHIMXAHCKUI TOCYIapCTBEHHBI MEAULIMHCKUIT MHCTUTYT.

v Pesome,

C ueavio usyuenus pacnpocmpanenus pasiuunvix cenomunoé BIC ¢ 2. Anduxcane 6via na unouxayus PHK BI'C
memodom RT-PCR ¢ cviéopomxax kpoeu, noaoxcumeavhvix Ha BI'C ¢ nocaedyrowmum zenomunupoeanuem vi0e4eHHbIX
obpasuyoe PHK BIC (aabopamopus HUHU ummynoaocuu 2.Tawmxenm). Hccaedoeano 80 obpasuoeé no 20 obpasyoe

¢ Kaxcooi ob6caedosannoi epynnol.

Karueevie caosa: napenmepaavnvie eupycnovte zenamumot, BI'C, pacnpocmpanennocmo cpedu demeii u 63pociozo

HaceaeHnus.

Relevance

I n many regions of the world is not a happy situation

for parenteral hepatitis (HH). According to WHO,
the number of people infected with the hepatitis C virus
in the world is at least 500 million people, while more
than 170-200 million of them are patients with chronic
hepatitis C (CHC) (5,6,7). HCV markers are diagnosed
in 1-3% of the world's population. In the US, HCV has
infected more than 4 million people. The epidemiological
situation of viral hepatitis C in Uzbekistan is also not
calm (1,2,3,4,7). Sufferers of HCV infection are the main
cause of the development of chronic hepatitis, liver
cirrhosis and hepatocellular carcinoma. At the same time,
in 60-70% of cases and more, the outcomes of this
infection developing late in life (15-25 years after
infection) are the cause of death of patients. The lack of
specific prevention so far, known difficulties in treatment,
determine the complexity and urgency of this problem of
medicine (5,6,7).

Purpose of the study
The establishment of the latitude of HCV and its

genotypes among healthy children and adults, as well as
different risk groups in Andijan, are related, like the entire

N

Fergana Valley, to the hyperendemic zone according to
the incidence of viral hepatitis.

Material and methods

Under supervision were 977 people (570 adults ly) 4
groups. The 1Ist group included 260 practically healthy
children from 1 to 14 years old organized in nurseries,
gardens and schools. The second group consisted of 104
practically healthy adults, aged 18-50 years. The third
group consisted of 471 personnel donors who constantly
donate blood to the blood transfusion station in Andijan.
In the 4 th and 142 children - patients resuscitation
department, located there with severe OCI, sepsis and
other diseases. The examined children and adults in these
groups denied a history of parenteral viral hepatitis.

All the patients observed, along with general clinical
examinations, carried out a standard set of laboratory tests,
antibodies to hepatitis C (anti-HCV method of enzyme
immunoassay (ELISA) - 3 generations were determined.

In order to study the distribution of various HCV
genotypes in the city of Andijan, HCV RNA was indicated
by RT-PCR in blood serum positive for HCV, followed
by genotyping of isolated HCV RNA samples (laboratory
of the Institute of Immunology of Tashkent). We studied
80 samples of 20 samples from each group examined.
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Results of the study and their discussion

The results of the study showed that the group of
practically healthy children had anti - HCV in 14 (5.3%)
and among the healthy adults in 7 (6.6%).

Among the personnel donors, 90 persons (19.1%)
were diagnosed with HCV anti-HCV, and among the
patients in the intensive care unit, the highest-risk anti-
HCV was identified most in 36 (25.3%).

Results of the study of HCV genotypes showed that
the greatest variety of HCV was observed in the group of
patients in the intensive care unit, where genotype 1 was
detected in 70.0% and genotypes la, 2a, and 3a were
detected almost uniformly (10.5, 8.5 and 11% ) And among
the personnel donors, the genotype lc was detected in
80.0%, the genotypes la Za were respectively -9.5 and 10.5%.

Among healthy children and adults, only 2 genotypes
were identified. The predominant genotype was 1b (80.0%
and 90.0%, respectively). The genotype l1a was less common
(20.0 and 10%, respectively).

Conclusions

In patients at risk of parenteral infection, a high
incidence of detection of anti-HCV was detected. The
highest rates are found in often ill children, patients in
the intensive care unit, adult staff donors, relatively low
in practically healthy children and adults.

In our opinion, the high level of carriage and a slightly
larger variety of HCV genotypes noted in the groups of
patients in the intensive care unit and among the personnel
donors is explained by the multiplicity of the sources of
infection, which they carried out with a large number of
parenteral manipulations, including transfusions of blood
and its preparations in comparison with groups of
practically healthy children and adults.
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